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#1-a) MALDI-TOF MSIC &% % VNV BRERESR

Protein identity or Aocession No. | Coverage ol 3.4 2007 | o1/ 2107
2 ferritin light chain gil6753914 41% 57 /21 5.5/ 240
11 HSP60 protein CAA37653 17% 55/59 5.0-5.2 /230
15 aldehyde dehydrogenase DHA1 MOUSE 17% 7.9/ 61 7.2-7.5/ 240
| 23 | 30% 71-72 /170
25 i i 48% 7.9-8.0 /180
o betaine hﬁgg;;ésr;eslge methyl AAB87501 . 8.0/ 45 T
27| 38% 8.1-82 /250
29 malate dehydrogenase gil6678918 28% 6.2 /37 5.0-5.2/90
30 transferase gil17046471 17% 6.9/79 [6.2-6.5/90-100
fatty acid binding protein 1 gil8393343 79% 8.6 /14 [6.2-6.5/90-100
37 carbonic anhydrase IlI 1071734 50% 6.9 /29 7.5/ 80
41 selenium-binding protein gil6677907 12% 6.4 / 53 47-52 /75
43 hemoglobin beta chain HBMS 57% 71 /16 |7.5-8.1 /70-80
45 albumin gil5915682 32% 58/ 71 4.0-5.0/ 70
49 annexin V CAA13092 23% 4.8/ 36 4.5-4.8 / 60

&1-b) ESI-MS/MSIC k%% I\ BRIERER

Protein identity

Swiss-Prot name

Accession No.

Theoretical

Estimated

pl/ #4 2(10°)

pl/ 44 X (10°)

U, DBfcSNIcy I\ BE=EEREE U 14 glycogen phophorylase AGG00588 | 6.7/98 | 62-66/150
E@%E%ﬁﬂﬁg‘ffﬁﬁﬁ b—tg \/} \uag 15 aldehyde dehydrogenase gi|442446 7.8 /55 7.2-7.5/ 240
=] =
_ . 19 serum amyloid P-component gil134198 6.3/ 26 5.3-56,5/120
BEZ{TOICRERZRT, Fic, RE 22 sorbitol dehydrogenase gil2492773 70/40 | 7.0-7.2/160
_ _ 26 betaine homocystein metyl N
M MALDI-TOF MS > ESI-MS/MS @ B i, 035490 79/45 | 7.1-7.2/240
AR MUF7ZEE 3-a) b) [CRd . AN 29 malate dehydrogenase €il6678918 6.5/ 37 5.0-5.2 / 90
SR EDERE—SEBR FOT S 30 fatty acid binding protein gil6015126 9.1/14 |6.2-6.5/90-100
a -
31 fructose bisphosphatase 1 8il9506589 6.5/ 37 7.2-75/ 140
EESZEE, )N\ OBZRENICERE 32 carbonic anhydrrase |l P|1 6015 79/30 | g089/100
_ . glutathione S transferase gil227502 57 /11 e
LTW<TEICIE, SWISS-PROT 7 —% 33 glutathione S transferase gil93690 7.8/ 25 8.3-8.5/ 130
N—AIEEOT7OF A —LBEEDT—4 37 carbonic anhydrrase AAG22029 7.4 /30 7.9-8.1/85
. T _ 39 selenium binding protein P17563 6.4 / 53 5.0-5.1 7/ 80
N—RADBRETN S ZHEBCRR 45 albumin gil5915681 58/ 71 4.0-50/70
TBAYVINITIPHRNEELD, e 49 annexin gil6753060 | 4.7/36 | 4548/60
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mass (m/z) MRNA OZ(LZRAND RIS, 707
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