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Structure Analysis of mRNA 5 Terminal and Evaluation of Capping Efficiency by
LC/UV/MS
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Fig. 1 Structure of capped (No. 1, Cap—1) and uncapped (No. 3, non—capped) fragments of mRNA 5’ terminal
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Fig. 2 HPLC chromatogram of digested mRNA sample (UV 260 nm)
Table 1 LC/UV and LC/MS results of 5" terminal fragments
LC/UV LC/MS
No. 5 Terminal RT Area Observed | Theoretical | Mass | o | Relative
Fragment (min) Percentage Mass Mass Error Intensit Abundance
%) (Da) (Da) (ppm) Y ®
Capped Fragments 87.3 87.1
1 Cap-—1 25.35 83.0 8779.279 8779.274 0.6 3.54E+08 83.2
2 Cap-1+G 25.78 43 9124.320 9124.321 -0.1 1.67E+07 3.9
Uncapped Fragments 12.7 129
3 non—capped 23.36 714 8246.259 8246.262 -04 3.12E+07 7.3
4 non—capped + CH, 23.65 2.7 8260.272 8260.278 -0.7 1.12E+07 2.7
5 non—capped + G 23.91 1.5 8591.305 8591.310 -0.5 4.92E+06 1.2
6 non—capped — A 22.54 1.1 7917.201 7917.210 -1.1 7.30E+06 1.7
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